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MG  

Ser 303(A)Tyr 323(A)

Ala 304(A)

Pro 325(A)

Gly 324(A)

Phe 234(A)

Ile 348(A)

Amp 567(A)

Gly 302(A)Asp 413(A)

Tyr 425(A)

Phe 566(A)

Lys 517(A)

Thr 326(A)

Ala 322(A)

Asn 321(A)

Thr 190(A)

 MG 564(A)


