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Pyq 1404(A)

Met 162(A)

Met 215(A)

Pro 208(A)

Gly 40(A)

Ser 164(A)

Gly 210(A)

Tyr 60(A)

Ala 86(A)

Ile 137(A)

Gly 163(A)

Gly 209(A)

Asp 214(A)

Ndp 1400(A)

Asn 62(A)

Ser 115(A)

Ala 61(A)

Lys 182(A)

Asn 114(A)

Ile 211(A)

Tyr 178(A)

Thr 213(A)

Arg 39(A)

Ser 63(A)

Gly 36(A)

Asn 87(A)

Ile 41(A)

Gly 116(A)

Val 88(A)


