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Phe 357(A)

Arg 362(A)

Tyr 368(D)

Adp 600(A)

Gln 432(A)

Gly 174(A)

Lys 175(A)

Thr 176(A)

Ser 177(A)

Gln 172(A)

Gln 430(A)

Thr 173(A)

 MG 601(A)


