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His 345(A)

Phe 557(A)

Ile 201(A)

Phe 444(A)

Arg 216(A)

Pro 27(A)

Met 106(A)

Ser 244(A)

Ala 302(A)

Ala 301(A)

Trp 522(A)

Gly 555(A)

Dhe 602(A)

Tyr 25(A)

His 200(A)

Arg 243(A)
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Trp 109(A)
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Ser 28(A)

Arg 203(A)

Ile 303(A)


