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Leu 413(A)

Asn 48(A)

Ala 315(A)

Tyr 260(A)

Asp 313(A)

Gly 320(A)

Acp 999(A)

Lys 50(A)

Arg 300(A)

Gly 49(A)

Ser 52(A)

Gly 314(A)

 MG 998(A)
Gly 51(A)

Ala 299(A)

Asn 317(A)

His 316(A)

Ser 73(A)

 MG 997(A)


