
3.03

2.89

3.18

2.94

2.77

2.70

2.97

2.95

2.79

2.66

3.08

2.99

3.08

3.092.88

2.87

3.04

2.67

2.56

 N3 
 C4 

 C2 
 N2 

 N1 

 C6 

 O6 

 C5 

 N7 

 C8  N9 

 C1’ C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA  O2A

 O1A

 O3A

 PB 

 O2B

 O1B
 C3B

 PG 
 O3G

 O2G

 O1G

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 
 N  

 N3 

 C4 

 C2 

 N2 

 N1 

 C6 
 O6 

 C5 

 N7 

 C8 

 N9  C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 

 O2A

 O1A

 O3A

 PB 

 O2B

 O1B

 C3B

 PG  O3G

 O2G

 O1G

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C   O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  
 CG  ND2

 OD1

 CB 

 C  
 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CZ 
 NH2

 NH1

 NE 

 CD  CG 

 CB 

 C  

 O  

 CA 

 N  

MG  

 CE 

 NZ 

 CD 
 CG 

 CB 

 C  

 O  

 CA 

 N  

 CD 
 NE2

 OE1

 CG 

 CB 

 C  
 O  

 CA 

 N  

Ser 273(A)
Glu 274(A)

Gln 107(A)

Gly 271(A)

Arg 142(D)

Ser 109(A)

Gly 190(A)

Gly 112(D)

Leu 196(D)

Gcp 1001(A)

Lys 111(A)

Gcp 1001(D)

Gly 110(A)

Lys 246(A)

Asp 248(A)

Thr 112(A)

Thr 113(A)

Asn 111(D)

Gly 108(A)

Arg 138(A)

 MG 1002(A)

Lys 117(A)

Gln 144(A)


