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Tyr 172(A)

Arg 216(A)

His 58(A)

Met 128(A)

Lys 219(A)

Ile 97(A)
Glu 225(A)

Pro 333(A)

Met 60(A)

Ala 168(A)

Ile 100(A)

Tyr 132(A)

Ser 332(A)

Cys 336(A)

T5A 503(A)

Lys 62(A)

Gln 125(A)

Thr 64(A)

Arg 163(A)

Gly 61(A)

Arg 220(A)

Arg 222(A)

Tyr 101(A)

Gly 59(A)

Glu 83(A)

Gln 331(A)

Thr 63(A)


