
2.65

2.57 2.87

2.94

3.14
2.96

2.48

2.92

2.74

2.78
2.91

 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 

 N7 

 C8  N9 

 C1’  C2’

 O2’

 C3’

 O3’
 O4’

 C4’

 C5’

 O5’

 PA 

 C3A

 O2A

 O1A

 PB 

 O3B

 O2B

 O1B

 PG 

 O3G

 O2G

 O1G
 CG1

 CD1

 CB 

 CG2

 C  
 O  

 CA 

 N  

 CG 

 CD  CB 

 C  

 O  

 CA  N  

MG  

 CG1

 CD1

 CB 

 CG2

 C  

 O  

 CA 

 N  

 CG  OD2

 OD1

 CB 

 C  
 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  
 CB 

 OG 

 C  

 O  

 CA 

 N  

 CE 
 NZ 

 CD 
 CG 

 CB 
 C  

 O  

 CA 

 N  

Ile 446(A)

Leu 245(A)

Lys 443(A)

Ser 269(A)

Thr 343(A)

Gly 248(A)

Leu 327(A)

Gly 445(A)

Ssc 506(A)

Tyr 268(A)

Asp 348(A)

Apc 505(A)

Ile 444(A)

Pro 244(A)

 MG 504(A)

Ile 270(A)

Asp 250(A)

Ser 246(A)

Gly 344(A)
Ser 251(A)

Lys 421(A)


