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2DA 112(B)

Phe 667(A)

Glu 615(A)

 DT 205(C)

Asp 610(A)

Ser 612(A)

Dds 113(A)

 DT 204(C)

Asp 785(A)

Lys 663(A)

 MG 1001(A)

Gln 613(A)

Ile 614(A)

Arg 659(A)

His 639(A)

Tyr 611(A)

Asp 637(A)

 MG 1002(A)


