
2.59

2.91 3.28

2.97

2.90

2.93

2.90

2.79

2.94

3.16

3.28

3.00

3.00

 N3 

 C4 

 C2 

 N1 

 C6 
 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’  O5’

 PA 

 O3A

 O2A

 O1A

 PB  O3B

 O2B

 O1B

 CB 

 CG2

 OG1
 C  

 O  

 CA 

 N  

 CG 
 ND2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 
 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C   O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1
 CB 

 C  

 O  

 CA 

 N  

 CE1 NE2

 CD2  ND1

 CG 

 CB  C  

 O  

 CA 

 N  

Lys 460(A)

Ala 336(A)

Gly 459(A)

Phe 458(A)

Adp 491(A)

Thr 337(A)

Asn 342(A)

Lys 340(A)

Gly 339(A)
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Asp 455(A)

His 456(A)


