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Val 277(A)

Ala 276(A)

Phe 362(A)

Asp 309(A)

Lys 215(A)

Gly 326(A)

Ala 328(A)

Asp 279(A)

Pmt 500(A)

Phe 327(A)

Asn 353(A)

Val 311(A)

Ser 212(A)

Ser 213(A)

Ala 275(A)

Gly 273(A)

Ala 329(A)

Met 216(A)

Ile 310(A)

Cys 274(A)

Lys 345(A)

Gly 214(A)

Lys 341(A)

Lys 385(A)

Pro 308(A)

Lys 289(B)

Asn 363(A)


