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Phe 313(A)

Asn 238(A)

Ile 149(A)

Gly 74(A)

Pop 602(A)

Gly 71(A)

Ser 184(A)

Thr 236(A)

Asp 428(A)

Ala 432(A)

Val 70(A)

Gly 287(A)

Asp 312(A)

Gly 73(A)

Trp 147(A)

Lys 472(A)

Nad 601(A)

Asn 75(A)

Asp 148(A)

Ala 237(A)

Thr 239(A)

Asn 76(A)

Asp 348(A)

Arg 198(A)

Asn 347(A)

  K 526(A)

Lys 361(A)

Ser 288(A)

Ser 315(A)

Ile 185(A)


