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Lys 229(A)

Glu 34(A)

Tyr 301(A)

Ala 31(A)

Arg 148(A)

Ser 300(A)

M2P 3001(A)

Arg 303(A)

Lys 146(A)

Ser 271(A)

Ser 35(A)

Ser 38(A)

Asp 33(A)

Glu 187(A)

Gly 302(A)

Lys 107(A)

Gly 272(A)


