
2.92

2.63

3.07

3.31

2.92

2.68

3.04

3.04

2.99

 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 
 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’  O5’

 PA 

 O3A

 O2A

 O1A

 PB  N3B  O2B

 O1B PG 

 O3G

 O2G

 O1G

 CD  NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

MG  

 C  
 O  

 CA 
 N  

 CD 

 NE2

 OE1

 CG 
 CB 

 C  

 O  

 CA 

 N  

 K  

 K  

Arg 158(A)

Phe 107(A)

Gly 108(A)

Thr 316(A)

Ile 315(A)

Glu 317(A)

Ser 109(A)

Anp 401(A)
Gln 113(A)

Thr 112(A)

Lys 111(A)

 MG 501(A)

Gly 110(A)

Gln 161(A)

  K 503(A)

  K 504(A)


