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Tyr 329(A)

Ala 531(A)

Leu 570(A)

Val 604(A)

Arg 538(A)

Cys 572(A)

Cys 539(A)

Leu 545(A)

Leu 573(A)

Adp 5001(A)

Glu 330(A)

Lys 533(A)

Trp 571(A)

Ile 605(A)

 MG 7002(A) Lys 498(A)

Gln 582(A)

Leu 603(A)

Gln 568(A)

Gln 569(A)

Gly 540(A)
Asp 318(A)

 MG 7001(A)


