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Tyr 678(X)

Gly 402(X)

Glu 403(X)

Ile 430(X)

Arg 110(X)

Thr 112(X)

Ala 410(X)

Cys 588(X)

Gly 111(X)

Cys 136(X)

Ala 137(X)

Asp 409(X)

Unx 804(X)
Met 297(X)

Met 401(X)

Thr 433(X)

His 451(X)

2MD 801(X)

Asp 429(X)

Mgd 802(X)

Thr 408(X)

Asp 478(X)

Gln 335(X)

 MO 803(X)

Gln 428(X)

Asp 404(X)

Ser 445(X)

Ser 590(X)


