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Tyr 71(A)

Thr 231(A)

Gly 13(A)

Arg 235(A)

Phe 108(A)

Gln 12(A)

Asp 228(A)

Ser 10(A)

Gly 11(A)

Leu 30(A)

Ser 229(A)

Qin 902(A)

Gly 230(A)

Gln 73(A)

Thr 72(A)

Thr 232(A)

Asp 32(A)

Asn 233(A)

Ser 325(A)


