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Trp 414(A)

Trp 413(A)

Pro 389(A)

Ile 512(A)

Val 386(A)

Val 310(A)

Thr 311(A)

Asn 521(A)

Coa 990(A)
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Gly 387(A)

Asp 500(A)

Gln 415(A)

Arg 526(A)

Thr 416(A)

Arg 515(A)

Thr 412(A)

Asp 411(A)


