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Gln 93(A)

Ile 148(A)

Ala 204(A)

Gly 124(A)

Val 152(A)

Ser 198(A)

Leu 207(A)

Leu 88(A)

Tyr 102(A)

Gly 125(A)

Cys 146(A)

Asp 149(A)

Glu 177(A)

Tyr 264(A)

S4M 501(A)

Glu 147(A)

Asp 196(A)

Asp 127(A)

Asp 178(A)

His 103(A)

Ala 179(A)

Pro 203(A)

Gln 72(A)


