
3.14

3.123.10

2.76

2.55

2.92

2.49

2.86

2.86

3.293.022.75

 P2 

 O4 

 O6 

 O5 

 P1 

 O1 

 O3 

 O2 

 C3 

 N2 

 C4 

 C5 

 C6 

 C7 

 N1 

 C1 

 C2 

 C8 

 C9 

 O  

 CG 
 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2
 OD1

 CB 

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 
 CB 

 C  

 O  

 CA 

 N  
 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C   O  

 CA 

 N  

MG  

MG  

 CE 

 NZ 

 CD 

 CG  CB 

 C  

 O  

 CA 
 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CG 
 OD2

 OD1

 CB 

 C   O  

 CA  N  

MG  

Gln 171(A)

Phe 99(A)

Tyr 204(A)

Leu 100(A)

Thr 167(A)

Gln 240(A)

M0N 1351(A)

Asp 103(A)

Asp 243(A)

Lys 200(A)

Arg 112(A)

 MG 1352(A)

 MG 1353(A)

Lys 257(A)

Thr 201(A)

Asp 107(A)

 MG 1354(A)


