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Tyr 132(A)

Thr 133(A)

Phe 169(A)

Leu 91(A)

Thr 292(A)

Gln 73(A)

Gly 74(A)

Ser 96(A)

Pro 131(A)

Trp 176(A)

Arg 189(A)

Tyr 259(A)

Arg 296(A)

Ser 71(A)

Val 130(A)

Ile 179(A)

Ile 187(A)

Ser 386(A)

VG4 1448(A)

Gln 134(A)

Thr 293(A)

Gly 291(A)

Gly 95(A)

Asp 289(A)

Asn 294(A)

Asp 93(A)


