
2.68

3.11

2.97

2.95

2.68

2.85

3.28
3.31

2.87
 C81

 O88

 C80

 C79  C78

 N77

 C68

 C71

 C67

 O66

 C59

 C60

 C58

 C57

 C56

 C26

 C27

 C25

 C24

 C23

 C21

 N19

 C18

 O20

 C17

 C22

 N16

 C15

 C14

 C12

 O13

 C11

 C10

 N8 

 C7 

 O9 

 C5 

 C6 

 C4 

 C3 

 C2 

 C1 

 CD 

 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CB  CG2

 OG1

 C  
 O  

 CA 
 N  

 C   O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CG  OD2

 OD1

 CB 

 C  
 O  

 CA 

 N  

 CG 

 ND2
 OD1

 CB 

 C  
 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  
Tyr 132(A)

Thr 133(A)

Phe 169(A)

Leu 91(A)

Thr 292(A)

Gln 73(A)

Gly 74(A)

Ser 96(A)

Pro 131(A)

Trp 176(A)

Arg 189(A)

Tyr 259(A)

Arg 296(A)

Ser 71(A)

Val 130(A)

Ile 179(A)

Ile 187(A)

Ser 386(A)

VG4 1448(A)

Gln 134(A)

Thr 293(A)

Gly 291(A)

Gly 95(A)

Asp 289(A)

Asn 294(A)

Asp 93(A)


