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Phe 377(A)

Met 65(A)

Met 69(A)

Val 58(A)

Phe 425(A)

Met 468(A)

Thr 31(A)

Met 417(A)

Ala 62(A)

Tyr 371(A)

Ser 382(A)

Val 386(A)

Phe 393(A)

Val 465(A)

Ile 37(A)

Ile 73(A)

Gly 125(A)

Ala 24(A)

Gly 27(A)

Met 28(A)

Ile 66(A)

Val 70(A)

Ser 458(A)

Ser 461(A)

Hea 601(A)

His 378(A)

His 61(A)

Arg 439(A)

Ser 34(A)

Arg 438(A)
Tyr 54(A)

Arg 38(A)

Trp 126(A)

Gln 428(A)


