
3.06

2.71

2.93

2.83

3.12

3.24

2.76

3.33

3.03

2.60

2.91

2.83

2.83

3.03

 P2B

 O3X  O2X

 O1X

 C5N

 C6N

 C4N

 C7N
 N7N

 O7N

 C3N

 C2N

 N1N

 C1D

 C2D

 O2D  C3D

 O3D

 O4D

 C4D
 C5D

 O5D

 PN 

 O2N

 O1N

 O3 

 N3A

 C4A

 C2A
 N1A

 C6A
 N6A

 C5A

 N7A

 C8A

 N9A
 C1B

 O2B

 C2B

 C3B

 O3B

 O4B C4B

 C5B

 O5B

 PA 

 O2A

 O1A

 CG 

 ND2 OD1

 CB 
 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N   CG1

 CD1

 CB 

 CG2

 C  

 O   CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CB 

 OG 

 C   O  

 CA 
 N  

 C  

 O  
 CA 

 N  

 CE 

 NZ  CD 

 CG 

 CB  C  

 O  

 CA 

 N  

 C  

 O  

 CA 
 N  

 CD 

 OE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

Ile 181(A)

Ile 302(A)

His 136(A)

Tyr 113(A)

Met 298(A)

Gly 84(A)

Val 114(A)

Asp 182(A)

Ala 203(A)

F98 701(A)

Gly 180(A)

Asn 204(A)

Lys 205(A)

Gln 185(A)

Asp 231(A)

Met 360(A)

Ndp 501(A)

Asn 115(A)

Ser 88(A)Ile 89(A)

Thr 86(A)

Ser 117(A)

Gly 87(A)

Lys 116(A)

Gly 299(A)Glu 206(A)


