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Met 1017(A)

Ser 973(A)

 DC 2106(T)

Asp 1053(A)

Ala 972(A)

GH3 2502(A)

GH3 2501(T)

Arg 914(A)

 DC 2105(T)

Glu 1026(A)

 CA 3001(A)

Lys 908(A)

Ser 970(A)

Asp 968(A)


