
3.16

3.08

2.78
2.84

3.12

2.86

2.85

2.69

2.90

 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’ O3’

 O4’

 C4’

 C5’

 SD 

 CE 

 CG 

 CB 

 C  

 OXT

 O  

 CA 
 N  

 CE2

 CZ 

 CE1

 CD2

 CD1

 CG 

 CB 

 C   O  

 CA  N  

 CG 
 OD2

 OD1

 CB 

 C   O  

 CA  N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 CE1

 NE2

 CD2

 ND1

 CG  CB 

 C   O  

 CA 
 N  

 C  
 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

Trp 133(A)

Met 150(A)

Ala 243(A)

Leu 201(A)

Phe 229(A)

Asp 247(A)

Phe 146(A)

Gly 178(A)

Gly 179(A)

Pro 204(A)
Gly 226(A)

Trp 248(A)

5NA 402(A)

Sam 401(A)

Phe 228(A)

Asp 200(A)

Ser 242(A)

His 153(A)

Gly 177(A)

Ser 227(A)

Asp 157(A)


