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Gly 227(A)

Tyr 218(A)

Trp 443(A)

Asp 256(A)

Ile 487(A)

Trp 515(A)

Pop 802(A)

Ala 446(A)
Pro 216(A)

His 225(A)

Leu 447(A)

Tyr 450(A)

His 491(A)

His 513(A)

His 228(A)

Asn 449(A)

Gly 514(A)

ME8 801(A)

Tyr 219(A)

Trp 516(A)

Ile 217(A)

Asp 486(A)

Gly 484(A)

Lys 522(A)

Ile 523(A)

Ser 231(A)

Lys 525(A) MG 803(A)


