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Ser 138(A)

Gly 139(A)

Ile 8(A)

Pro 33(A)

Gly 39(A)

Gly 9(A)

Tyr 108(A)

Gly 11(A)

Ala 31(A)

Lys 34(A)

Gly 305(A)

Gly 107(A)

Ala 137(A)Val 271(A)

Pro 273(A)

Ala 317(A)

Adp 465(A)

Asp 32(A)

Asn 40(A)

Val 109(A)

Ala 13(A)

Asp 306(A)


