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MG  

Glu 418(A)

Met 458(A)

Asn 369(A)

Gly 417(A)

Gly 465(A)

Pro 454(A)

Ser 464(A)

Tyr 496(A)

Gly 453(A)

Leu 468(A)

Acp 799(A)

Lys 497(A)

Ile 455(A)

Asp 420(A)

Ala 463(A)

Thr 416(A)

Cys 466(A)
 MG 541(A)


