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Ile 307(A)

Ala 121(A)

Asn 360(A)

Met 168(A)

Pro 221(A)

Val 359(A)

Upg 7566(A)

Gln 270(A)

Asp 271(A)

Val 120(A)

His 224(A)

Glu 327(A)

Lys 434(A)

Gly 122(A)

Gly 123(A)

Gly 223(A)

Gln 196(A)

Gln 407(A)

Tyr 430(A)

Ser 358(A)

Tyr 328(A)

Gly 308(A)


