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Phe 430(A)

Phe 112(A)

Phe 94(A)

Ser 140(A)

Adp 1000(A)

Lys 144(A)

Asp 395(A)

Gly 143(A)

Arg 429(A)

Gln 119(A)

Thr 145(A) Gly 141(A)

Bef 1002(A)

Lys 114(A)
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