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Thr 334(A)

Ser 331(A)

Phe 463(A)

Ser 476(A)

Ala 133(A)

Thr 398(A)

Ile 462(A)

Phe 394(A)

Ile 471(A)

Met 132(A)

Met 152(A)
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Leu 335(A)

Val 395(A)

Gly 472(A)
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Ile 399(A)

Gln 424(A)

Leu 480(A)

Hem 900(A)
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Ser 464(A)


