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His 282(A)

Phe 385(A)

Gln 388(A)

Asn 366(A)

Val 236(A)

Ser 309(A)

Ala 313(A)

Val 381(A)

Trp 229(A)

Leu 354(A)

Val 389(A)

Trp 239(A)

Leu 353(A)

Phe 356(A)

Gly 360(A)

Val 350(A)

Ala 367(A)

Val 11(C)

Leu 310(A)

Trp 335(A)

Ile 357(A)

Leu 15(C)

Has 801(A)

His 384(A)

His 376(A)

Arg 449(A)

Tyr 133(A)

Tyr 237(A)

Asp 372(A)


