
2.69
3.16

3.05

3.14

3.03

3.03

3.07

2.66

2.88

3.28

2.97
2.89

 C5’

 O5’

 C4’

 O4’

 C3’ O3’

 C2’

 C1’

 PG  O3G

 O3B

 O2G

 O1G

 PB 

 C3A

 O2B

 O1B
 PA  O2A

 O1A

 C5 

 C6 

 C4 

 O4 
 N3 

 C2 

 O2 

 N1 

 N3 

 C4 

 C2 

 N1 

 C6 
 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 C3’ O3’

 O4’
 C4’

 C5’

 O5’

 P  

 OP2
 OP1

 CG 

 ND2  OD1

 CB 

 C  
 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

MG   CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 OH 

 CE2

 CE1

 CD2

 CD1

 CG 

 CB 

 C  
 O  

 CA 

 N  

 C  

 O  

 CA 

 CB  N  

 CG 

 OD2 OD1

 CB  C  

 O  

 CA 

 N  

 CG 

 CD2

 CD1

 CB 

 C  

 O  

 CA 

 N  

MG  

 DC 115(P)

 DG 5(T)

Asp 623(A)

Thr 413(A)

Thr 622(A)

Upc 902(A)

 DA 4(T)

Asn 564(A)

Ser 414(A)

 MG 903(A)
Lys 560(A)

Arg 482(A)

Tyr 416(A)

Ala 415(A)

Asp 411(A)

Leu 412(A)

 MG 904(A)


