
2.78

2.99

2.90

3.233.28

3.01

2.72

2.63

2.95

2.72

2.79

2.85
2.79

2.73

3.08

 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 

 O3A

 O2A

 O1A

 PB 

 N3B

 O2B

 O1B

 PG 
 O3G

 O2G

 O1G

 CE  NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CD 

 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  
 O  

 CA  N  

 C  
 O  

 CA 

 N  

 CG 
 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CB 

 CG2  OG1

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C   O  

 CA 

 N  

MG  

 C  

 O  

 CA 

 N  

Phe 126(A)

Thr 154(A)

Thr 130(A)

Gly 155(A)

Ser 470(A)

Leu 129(A)

Thr 156(A)

Phe 160(A)

Gly 439(A)

Anp 800(A)

Lys 158(A)

Gln 133(A)

Arg 469(A)

Gly 157(A)

Asp 441(A)

Thr 159(A)

Arg 466(A)

 MG 900(A)

Gly 128(A)


