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Pro 1036(A)
Leu 1137(A)

His 1172(A)

Gly 1044(A)
Pro 1045(A)

Gly 1022(A)

Ala 1131(A)

Ile 1132(A)

AR6 1201(A)

Asn 1136(A)

Leu 1046(A)

Gly 1135(A)

Gly 1133(A)

Val 1023(A)

Asp 1175(A)

Thr 1134(A)

Ser 1049(A)

Ser 1034(A)

Gln 1024(A)

Asn 1178(A)


