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Ile 245(A)

Asp 188(A)

Met 203(A)

Ala 212(A)

Phe 204(A)

Gly 178(A)

Asp 202(A)

Gln 206(A)

His 210(A)

Acp 500(A)

Lys 176(A)

Ser 186(A)

Gly 213(A)

Pxl 300(A)

Gly 211(A)

Asn 209(A)

Cys 214(A)

Lys 238(A)


