
2.61

3.04

3.24

3.28

2.68

2.96

3.12

2.61

3.11

3.25

 C31

 C32

 C30

 C29

 C28

 C27

 C9 

 O24

 N23

 C25

 C26

 C33

 C36

 C35

 O34

 C22

 C42

 C43

 C41

 C44

 C46

 C45

 C40

 C39

 C38

 C37

 N20

 C19
 C18

 O21

 C17

 N16
 C8 

 O15

 C4 

 C3 

 C5 

 C2 

 C1 

 C6 

 N7 

 C10

 S11

 C12

 O13

 O14

 CD 
 NE2

 OE1

 CG  CB 

 C   O  

 CA  N  

 CG 

 ND2

 OD1
 CB 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 
 CG2

 OG1

 C   O  

 CA 
 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2  OD1

 CB 
 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

Tyr 119(A)

Thr 279(A)

Gly 59(A)

Gln 60(A)

Ile 158(A)

Tyr 246(A)

Arg 283(A)

Pro 118(A)

Ile 174(A)

Leu 78(A)

Ser 83(A)

Ile 166(A)

0LG 500(A)

Gln 121(A)

Asn 281(A)

Gly 278(A)

Thr 280(A)

Thr 120(A)

Gly 82(A)

Asp 80(A)
Asp 276(A)

Ser 373(A)


