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Doc 29(B)

Phe 710(A)

 DG 4(C)

Ser 655(A)

Dcp 902(A)

 DG 3(C)

Glu 658(A)

Lys 706(A)

Gln 656(A)

 MG 901(A)

Asp 830(A)

His 682(A)

Arg 702(A)

Tyr 654(A)

Ile 657(A)

Arg 615(A)

Asp 653(A)

Asp 680(A)


