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Thr 326(A)

His 254(A)

Glu 389(A)

Ile 390(A)

Tyr 76(A)

Asn 177(A)

Sah 502(A)

Jhz 503(A)
Tyr 78(A)

His 386(A)

His 181(A)

Asp 348(A)

Lys 328(A)

Thr 349(A)

Tyr 222(A)

Ala 327(A)

Gln 224(A)

Lys 353(A)

Lys 393(A)

Thr 350(A)

Asn 385(A)

His 225(A)


