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Phe 156(A)

Pro 157(A)

Thr 210(A)

Ile 229(A)

Bgc 1001(A)

Glu 260(A)

Asp 209(A)

Asn 235(A)

Ser 155(A)

Asn 208(A)

Lys 173(A)

Thr 172(A)

Glu 294(A)

Gln 291(A)


