
2.89

3.06

2.99

2.613.05

2.91

2.85

2.98

3.32

2.93

2.35

2.64

 C5N

 C6N

 C4N

 C7N

 N7N

 O7N

 C3N

 C2N

 N1N

 C1D

 C2D

 O2D

 C3D

 O3D

 C4’

 C4D

 C5D

 O5D

 PN 

 O2N

 O1N

 O3 

 N3A

 C4A

 C2A

 N1A

 C6A

 N6A

 C5A

 N7A

 C8A N9A

 C1B

 C2B

 O2B

 C3B

 O3B

 O4B

 C4B
 C5B

 O5B

 PA 

 O2A

 O1A

 CB 
 OG 

 C  

 O  

 CA 

 N   C  

 O  

 CA 

 N  

 CB 

 CG 

 CD 

 CE 

 NZ 

 CH 

 CH3

 OH 

 CB 

 CG2

 CG1

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 
 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CG1

 CD1

 CB 

 CG2

 C   O  

 CA  N  

 C  

 O  

 CA 

 CB 

 N  

 CG  OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

Gly 147(A)

Arg 345(A)

Asp 156(A)

Phe 157(A)

Asn 229(A)

Gly 145(A)
Pro 155(A)

His 248(A)

Gly 319(A)

Val 324(A)

Asp 365(A)

Gln 228(A)

Asn 344(A)

Gly 364(A)

Cna 401(A)
Ser 321(A)

Aly 5(B)

Val 366(A)

Thr 320(A)

Thr 150(A)

Ile 230(A)

Ala 146(A)

Asp 231(A)


