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MG  

Trp 412(A)

Phe 384(A)

Ala 70(A)

Gly 71(A)

Pro 385(A)

Gly 114(A)

Adp 602(A)

Thr 75(A)

Thr 76(A)

Gly 73(A)

Lys 74(A)

Asn 382(A)

Xpo 603(A)

Gly 113(A)

Ala 383(A)

Lys 108(A)

 MG 604(A)


