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Ala 298(A)

Phe 429(A)

Gly 299(A)

Thr 303(A)

Gly 438(A)

Thr 302(A)

Ile 363(A)

8PR 505(A)

Pro 428(A)

Val 367(A)

Leu 437(A)

Ala 442(A)

Val 113(A)

Ile 114(A)

Ile 179(A)

Thr 306(A)

Gln 357(A)

Leu 392(A)

Hem 501(A)

Cys 436(A)

Arg 98(A)

Arg 434(A)

Arg 125(A)

Trp 121(A)

His 369(A)

Ser 430(A)


