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Phe 221(A)

Lys 220(A)

Ala 1053(A)

Ile 218(A)

Lys 1212(A)

Adp 1301(A) Lys 1055(A)

Asn 1211(A)

Ser 1056(A)

Gly 1054(A)

Gly 1052(A)
Thr 1057(A)

Gln 219(A)

 MG 1302(A)


