
2.75

2.88
2.60

2.75

3.18

3.14

2.78

2.78

2.67

3.14

2.82

2.72

 P2 

 O23

 O22

 O21

 O11

 P1 

 O13

 O12

 O5G

 C5B C5A

 C4  C4A

 C5 

 S1 

 C2 

 OC2

 N3 

 C35 C5’

 C6’

 C4’

 N4’

 N3’

 C2’ C2A

 N1’

 CG 

 CD2

 CD1

 CB 

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1  C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 
 N  

CA  

 C  

 O  

 CA 

 N  

 C   O  

 CA  N  

 C  

 O  

 CA 

 CB 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

Tyr 458(A)

Tyr 433(A)

Gly 427(A)

Leu 461(A)

Ser 376(A)

Tzd 602(A)

Leu 403(A)

Thr 377(A)

Ser 378(A)

Ser 430(A)

 CA 601(A)

Gly 429(A)

Gly 459(A)

Ala 460(A)

Asp 428(A)

Gly 401(A)

Thr 457(A)


