
2.88

2.70

5.26

3.51

3.03

 ND 

FE  

 NC 

 NB 

 NA 

 CGD

 O2D

 O1D

 CBD CAD

 C4D

 C3D

 C2D  CMD

 C1D

 CAC

 CBC

 C4C

 C3C

 C2C

 CMC

 C1C

 CAB

 CBB

 C4B

 C3B

 C2B CMB

 C1B

 CGA

 O2A  O1A

 CBA

 CAA

 C4A

 C3A

 CMA

 C2A

 C1A

 CHD

 CHC

 CHB

 CHA

 CE1

 NE2  CD2

 ND1

 CG 
 CB 

 C  

 O   CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  

 O  

 CA  N  

 O1 

 O2 

 CE1

 NE2

 CD2

 ND1 CG 

 CB 

 C   O  

 CA  N  

 CG 
 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE  CD 

 CG  CB 

 C  

 O  
 CA 

 N  

Gln 153(A)

Asn 260(A)

Phe 453(A)

Thr 376(A)Tyr 379(A)

Trp 262(A)

Ile 152(A)

Leu 475(A)

Ile 416(A)

Leu 472(A)

Ala 149(A)

Val 156(A)

Met 160(A)

Arg 380(A)

Met 381(A)

Hem 701(A)

His 382(A)

Arg 479(A)

Peo 719(A)

His 162(A)

Asp 161(A)

Arg 483(A)


