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Ile 83(A)

Ser 126(A)

Tyr 16(A)

His 129(A)

Asp 125(A)

Tyr 32(A)

Gly 62(A)

Cys 84(A)

Lys 106(A)

Sam 301(A)

Asp 82(A)

Ile 33(A)

Asp 107(A)

Ile 108(A)

Ser 34(A)
Arg 124(A)

Gly 60(A)

Met 87(A)


