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Phe 435(A)

Ala 302(A)

Ile 112(A)

Thr 306(A)

Plo 601(A)

Ala 113(A)

Pro 434(A)

Val 366(A)

Leu 370(A)

Ile 371(A)

Ile 443(A)

Gly 444(A)

Phe 132(A)

Gly 303(A)

Val 310(A)

Leu 361(A)

Ser 441(A)

Ala 448(A)

Hem 600(A)

Cys 442(A)

Arg 440(A)

Arg 96(A)Arg 125(A)

Trp 121(A)

His 373(A)


