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Trp 111(A)

Ile 195(A)

Tyr 349(A)

Thr 103(A)

Ala 139(A)

Ahr 402(A)

Asp 196(A)

Glu 248(A)

Asp 88(A)

Lys 87(A)

His 315(A)

Gln 156(A)


