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Ile 32(A)

Phe 149(A)

Gly 30(A)

Cys 303(A)

Phe 55(A)

Asn 213(A)

Thr 231(A)

Arg 246(A)

Phe 307(A)
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Lys 210(A)

Adp 402(A)

His 31(A)
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Asp 208(A)

Glu 254(A)

Asp 228(A)
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